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Arg 


Gly 


Phe 


Pro 


He 


Leu 


Glu 


Ala 


Asp 


Lys 


Glu 


Lys 


Arg 


Ala 


Ala 


Val 






35 










40 










45 








Asp 


He 


Ser 


Thr 


Ser 


Phe 


Pro 


He 


Lys 


Gly 


Thr 


His 


Phe 


Ser 


Asp 


Ser 




50 










55 










60 










Phe 


Ser 


Phe 


He 


Asn 


Glu 


Glu 


Asp 


Ser 


Leu 


Leu 


Glu 


Glu 


Gin 


Lys 


Leu 


65 










70 










75 










80 


Glu 


Ser 


Asn 


Asn 


Pro 


Tyr 


Lys 


Pro 


Gin 


Ser 


Asp 


Lys 


Ser 


Glu 


Thr 


His 










85 










90 










95 




Thr 


Ala 


Phe 


Pro 


Cys 


He 


Lys 


Lys 


Gly 


Pro 


Gin 


Val 


Ala 


Ala 


Cys 


His 








100 










105 










110 






Ser 


Ala 


Pro 


Gly 


His 


Gin 


Glu 


Glu 


Asn 


Lys 


Asn 


Asp 


Phe 


He 


Pro 


Asp 






115 










120 










125 








Arg 


Ala 


Ser 


Glu 


Phe 


Lys 


Glu 


Gly 


Ala 


Tyr 


Lys 


Asp 


Pro 


Leu 


Phe 


Lys 




130 










135 










140 










Lys 


Leu 


Glu 


Gin 


Leu 


Lys 


Glu 


Val 


Gin 


Gin 


Lys 


Lys 


Gin 


Glu 


Gin 


Leu 


145 










150 










155 










160 


Lys 


Arg 


Gin 


Gin 


Leu 


Glu 


Gin 


Leu 


Gin 


Arg 


Leu 


Met 


Glu 


Glu 


Gin 


Glu 










165 










170 










175 




Lys 


Leu 


Leu 


Thr 


Met 


Val 


Ser 


Gly 


Gin 


Cys 


Thr 


Leu 


Pro 


Gly 


Leu 


Ser 








180 










185 










190 






Leu 


Leu 


Pro 


Asp 


Asp 


Gin 


Ser 


Gin 


Lys 


His 


Arg 


Ser 


Pro 


Gly 


Asn 


Thr 






195 










200 










205 








Thr 


Thr 


Gly 


Glu 


Arg 


Ala 


Thr 


Cys 


Cys 


Phe 


Pro 


Ser 


Tyr 


Val 


Tyr 


Pro 
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Asp 


Pro 


Thr 


Gin 


Glu 


Glu 


Thr 


Tyr 


Pro 


Ser 


Asn 


He 


Leu 


Ser 


His 


Glu 


225 










230 










235 










240 


Gin 


Ser 


Asn 


Phe 


Cys 


Arg 


Thr 


Ala 


His 


Gly 


Asp 


Phe 


Val 


Leu 


Thr 


Ser 










245 










250 










255 




Lys 


Arg 


Ala 


Ser 


Pro 


Asn 


Leu 


Phe 


Ser 


Glu 


Ala 


Gin 


Tyr 


Gin 


Glu 


Ala 








260 










265 










270 






Pro 


Val 


Glu 


Lys 


Asn 


Asn 


Leu 


Lys 


Glu 


Glu 


Asn 


Arg 


Asn 


His 


Pro 


Thr 
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275 










280 










285 








Gly 


Glu 


Ser 


He 


Leu 


Cys 


Trp 


Glu 


Lys 


Val 


Thr 


Glu 


Gin 


He 


Gin 


Glu 




290 










295 










300 










Ala 


Asn 


Asp 


Lys 


Asn 


Leu 


Gin 


Lys 


His 


Asp 


Asp 


Ser 


Ser 


Glu 


Val 


Ala 


305 










310 










315 










320 


Asn 


He 


Glu 


Glu 


Arg 


Pro 


.He 


Lys 


Ala 


Ala 


He 


Gly 


Glu 


Arg 


Lys 


Gin 










325 










330 










335 




Thr 


Phe 


Glu 


Asp 


Tyr 


Leu 


Glu 


Glu 


Gin 


He 


Gin 


Leu 


Glu 


Glu 


Gin 


Glu 








340 










345 










350 






Leu 


Lys 


Gin 


Lys 


Gin 


Leu 


Lys 


Glu 


Ala 


Glu 


Gly 


Pro 


Leu 


Pro 


He 


Lys 






355 










360 










365 








Ala 


Lys 


Pro 


Lys 


Gin 


Pro 


Phe 


Leu 


Lys 


Arg 


Gly Glu 


Gly Leu 


Ala 


Arg 




370 










375 










380 










Phe 


Thr 


Asn 


Ala 


Lys 


Ser 


Lys 


Phe 


Gin 


Lys 


Gly Lys 


Glu 


Ser 


Lys 


Leu 


385 










390 










395 










400 


Val 


Thr 


Asn 


Gin 


Ser 


Thr 


Ser 


Glu 


Asp 


Gin 


Pro 


Leu 


Phe 


Lys 


Met 


Asp 










405 










410 










415 




Arg 


Gin 


Gin 


Leu 


Gin 


Arg 


Lys 


Thr 


Ala 


Leu 


Lys 


Asn 


Lys 


Glu 


Leu 


Cys 








420 










425 










430 






Ala 


Asp 


Asn 


Pro 


He 


Leu 


Lys 


Lys 


Asp 


Ser 


Lys 


Ala 


Arg 


Thr 


Lys 


Ser 






435 










440 










445 








Gly 


Ser 


Val 


Thr 


Leu 


Ser 


Gin 


Lys 


Pro 


Lys 


Met 


Leu 


Lvs 


Cvs 


Ser 


Asn 




450 










455 










460 










Arg 


Lys 


Ser 


Leu 


Ser 


Pro 


Ser 


Gly Leu 


Lys 


He 


Gin 


Thr 


Glv 


Lys 


Lys 


4 65 










470 










475 










480 


Cys 


Asp 


Gly 


Gin 


Phe 


Arg 


Asp 


Gin 


He 


Lys 


Phe 


Glu 


Asn 


Lys 


Val 


Thr 










485 










490 










495 




Ser 


Asn 


Asn 


Lys 


Glu 


Asn 


Val 


Thr 


Glu 


Cys 


Pro 


Lys 


Pro 


Cys 


Asp 


Thr 








500 










505 










510 






Gly 


Cys 


Thr 


Gly 


Trp Asn 


Lys 


Thr 


Gin 


Gly 


Lys Asp 


Arg 


Leu 


Pro 


Leu 






515 










520 










525 








Ser 


Thr 


Gly 


Pro 


Ala 


Ser Arg 


Leu 


Ala 


Ala 


Lys 


Ser 


Pro 


He 


Arq 


Glu 




530 










535 










540 










Thr 


Met 


Lvs 


Glu 


Ser 


Glu 


Ser 


Ser 


Leu 


Asp 

Sr 


Val 


Ser 


Leu 


Gin 


Lvs 


Lvs 


545 










550 










555 










560 


Leu 


Glu 


Thr 


Trp 

Sr 


Glu 


Arg 


Glu 


Lys 


Glu 


Lvs 

J 


Glu 


Asn 


J_l fci U. 




Leu 


Asp 

Sr 










565 










570 










575 




Glu 


Phe 


Leu 


Phe 


Leu 


Glu 


Gin 


Ala 


Ala 


Asp 


Glu 


He 


Ser 


Phe 


Ser 


Ser 








580 










585 










O _/ U 






Asn 


Ser 


Ser 


Phe 


Val 


Leu 


Lys 


lie 


Leu 


Glu 


Arg Asp 


Gin 


Gin 


He 


Cys 






595 










600 










ouo 








Lvs 


Gly 


His 


Arg 


Met 


Ser 


Ser 


Thr 


Pro 


Val 


Lys 


Ala 


Val 


Pro 


Gin 


Lys 




610 










615 










620 










Thr 


Asn 


Pro 


Ala 


Asp 


Pro 


He 


Ser 


His 


Cys 


Asn 


Arg 


Ser 


Glu 


Asp 


Leu 


625 










630 










635 










640 


Asp 


His 


Thr 


Ala 


Arg 


Glu 


Lys 


Glu 


Ser 


Glu 


Cys 


Glu 


Val 


Ala 


Pro 


Lys 










645 










650 










655 




Gin 


Leu 


His 


Ser 


Leu 


Ser 


Ser 


Ala 


Asp 


Glu 


Leu Arg 


Glu 


Gin 


Pro 


Cvs 








660 










665 










670 






Lvs 


He 


Arq 


Lvs 


Ala 


Val 


Gin 


Lys 


Ser 


Thr 


Ser 


Glu 


Asn 


Gin 


Thr 


Glu 






675 










680 










685 








Trp 

*■ Sr 


Asn 


Ala 


Arg 


Asp 


Asp 


Glu 


Gly Val 


Pro 


Asn 


Ser 


Asp 


Ser 


Ser 


Thr 




690 










695 










700 










Asp 


Ser 


Glu 


Glu 


Gin 


Leu 


Asp 


Val 


Thr 


He 


Lys 


Pro 


Ser 


Thr 


Glu 


Asp 


705 










710 










715 










720 


Arg 


Glu 


Arg 


Gly 


He 


Ser 


Ser 


Arg 


Glu 


Asp 


Ser 


Pro 


Gin 


Val 


Cys 


Asp 










725 










730 










735 




Asp 


Lys 


Gly 


Pro 


Phe 


Lys 


Asp 


Thr 


Arg 


Thr 


Gin 


Glu 


Asp 


Lys 


Arg 


Arg 








740 










745 










750 
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Asp 


Val 


Asp 


Leu 


Asp 


Leu 


Ser 


Asp 


Lys 


Asp 


Tyr 


Ser 


Ser 


Asp 


Glu Ser 






755 










760 










765 






He 


Met 


Glu 


Ser 


He 


Lys 


His 


Lys 


Val 


Ser 


Glu 


Pro 


Ser 


Arg 


Ser Ser 




770 










775 










780 








Ser 


Leu 


Ser 


Leu 


Ser 


Lys 


Met 


Asp 


Phe 


Asp 


Asp 


Glu Arg 


Thr 


Trp Thr 


785 










790 










795 








800 


Asp 


Leu 


Glu 


Glu 


Asn 


Leu 


Cys 


Asn 


His 


Asp 


Val 


Val 


Leu 


Gly 


Asn Glu 










805 










810 










815 


Ser 


Thr 


Tyr 


Gly 


Thr 


Pro 


Gin 


Thr 


Cys 


Tyr 


Pro 


Asn 


Asn 


Glu 


He Gly 








820 










825 










830 




He 


Leu 


Asp 


Lys 


Thr 


He 


Lys 


Arg 


Lys 


He 


Ala 


Pro 


Val 


Lys 


Arq Gly 






835 










840 










845 






Glu 


Asp 


Leu 


Ser 


Lys 


Ser 


Arg 


Arg 


Ser 


Arg 


Ser 


Pro 


Pro 


Thr 


Ser Glu 




850 










855 










860 








Leu 


Met 


Met 


Lys 


Phe 


Phe 


Pro 


Ser 


Leu 


Lys 


Pro 


Lys 


Pro 


Lys 


Ser Asp 


865 










870 










875 








880 


Ser 


His 


Leu 


Gly 


Asn 


Glu 


Leu 


Lys 


Leu 


Asn 


He 


Ser 


Gin 


Asp 


Gin Pro 










885 










890 










895 


Pro 


Gly Asp 


Asn 


Ala 


Arg 


Ser 


Gin 


Val 


Leu 


Arg 


Glu 


Lys 


He 


lie Glu 








900 










905 










910 




Leu 


Glu 


Thr 


Glu 


He 


Glu 


Lys 


Phe 


Lys 


Ala 


Glu 


Asn 


Ala 


Ser 


Leu Ala 






915 










920 










925 






Lys 


Leu 


Arg 


He 


Glu 


Arg 


Glu 


Ser 


Ala 


Leu 


Glu 


Lys 


Leu 


Arg 


Lys Glu 




930 










935 










940 








He 


Ala 


Asp 


Phe 


Glu 


Gin 


Gin 


Lys 


Ala 


Lys 


Glu 


Leu 


Ala 


Arg 


He Glu 


945 










950 










955 








960 


Glu 


Phe 


Lys 


Lys 


Glu 


Glu 


Met 


Arg 


Lys 


Leu 


Gin 


Lys 


Glu 


Arg 


Lys Val 










965 










970 










975 


Phe 


Glu 


Lys 


Tyr 


Thr 


Thr 


Ala 


Ala 


Arg 


Thr 


Phe 


Pro 


Asp 


Lys 


Lys Glu 








980 










985 










990 




Arg 


Glu 


Glu 


He 


Gin 


Thr 


Leu 


Lys 


Gin 


Gin 


He 


Ala 


Asp 


Leu 


Arg Glu 






995 










1000 








1005 




Asp 


Leu 


Lys 


Arg 


Lys 


Glu 


Thr 


Lys 


Trp 


Ser 


Ser 


Thr 


His 


Ser 


Arg Leu 




1010 








1015 








1020 






Arg 


Ser 


Gin 


He 


Gin 


Met 


Leu 


Val 


Arg 


Glu 


Asn 


Thr Asp 


Leu 


Arg Glu 


1025 








1030 








1035 






1040 


Glu 


He 


Lys 


Val 


Met 


Glu 


Arg 


Phe 


Arg 


Leu 


Asp 


Ala 


Trp 


Lys 


Arg Ala 










1045 








1050 








1055 


Glu 


Ala 


He 


Glu 


Ser 


Ser 


Leu 


Glu 


Val 


Glu 


Lys 


Lys 


Asp 


Lys 


Leu Ala 








1060 








1065 








1070 


Asn 


Thr 


Ser 


Val 


Arg 


Phe 


Gin 


Asn 


Ser 


Gin 


He 


Ser 


Ser 


Gly 


Thr Gin 






1075 








1080 








1085 




Val 


Glu 


Lys 


Tyr 


Lys 


Lys 


Asn 


Tyr 


Leu 


Pro 


Met 


Gin Gly Asn 


Pro Pro 




1090 








1095 








1100 






Arg 


Arg 


Ser 


Lys 


Ser 


Ala 


Pro 


Pro 


Arg 


Asp 


Leu 


Gly Asn 


Leu 


Asp Lys 


1105 








1110 








1115 






1120 


Gly Gin Ala Ala 


Ser 


Pro 


Arg 


Glu 


Pro 


Leu 


Glu 


Pro 


Leu 


Asn 


Phe Pro 










1125 








1130 








1135 


Asp 


Pro 


Glu 


Tyr 


Lys 


Glu 


Glu 


Glu 


Glu 


Asp Gin Asp 


He 


Gin 


Gly Glu 








1140 








1145 








1150 


He 


Ser 


His 


Pro Asp 


Gly 


Lys 


Val 


Glu 


Lys 


Val 


Tyr 


Lys 


Asn 


Gly Cys 






1155 








1160 








1165 




Arg 


Val 


He 


Leu 


Phe 


Pro 


Asn 


Gly Thr Arg 


Lys 


Glu 


Val 


Ser 


Ala Asp 




1170 








1175 








1180 






Gly 


Lys 


Thr 


He 


Thr 


Val 


Thr 


Phe 


Phe 


Asn 


Gly Asp Val 


Lys 


Gin Val 


1185 








1190 








1195 






1200 


Met 


Pro 


Asp 


Gin 


Arg 


Val 


He 


Tyr 


Tyr 


Tyr 


Ala 


Ala 


Ala 


Gin 


Thr Thr 










1205 








1210 








1215 


His 


Thr 


Thr 


Tyr 


Pro 


Glu 


Gly 


Leu 


Glu 


Val 


Leu 


His 


Phe 


Ser 


Ser Gly 
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- 1220 1225 1230 

Gin lie Glu Lys His Tyr Pro Asp Gly Arg Lys Glu lie Thr Phe Pro 

1235 " 1240 1245 

Asp Gin Thr Val Lys Asn Leu Phe Pro Asp Gly Gin Glu Glu Ser lie 

1250 1255 1260 

Phe Pro Asp Gly Thr lie Val Arg Val Gin Arg Asp Gly Asn Lys Leu 
» 1265 1270 " 1275 " 1280 

lie Glu Phe Asn Asn Gly Gin Arg Glu Leu His Thr Ala Gin Phe Lys 
1285 1290 1295 

* Arg Arg Glu Tyr Pro Asp Gly Thr Val Lys Thr Val Tyr Ala Asn Gly 
1300 1305 " 1310 

His Gin Glu Thr Lys Tyr Arg Ser Gly Arg lie Arg Val Lys Asp Lys 

1315 1320 ~ " 1325 ' 

Glu Gly Asn Val Ser Met Asp Thr Glu Leu 
1330 1335 



<210> 2 . 

<211> 4387 

<212> DNA 

<213> Homo sapiens 



<400> 2 

cggcccgagg 

ggcgattgtg 

gagctgccca 

gtttaaatat 

aacagtgggc 

ttaaatcgtg 

tctaccagct 

gaagattcac 

gataaatctg 

tgtcacagtg 

agtgaattca 

gaagtacaac 

ctcatggaag 

ttgagtttac 

ggagagagag 

acatacccgt 

gattttgtct 

gaagcacctg 

agtatcttat 

caaaaacatg 

attggagaaa 

caagaactga 

ccaaaacaac 

aagtttcaaa 

ccgctgttta 

ctgtgtgcag 

gtcaccctca 

tcaggattga 

tttgaaaaca 

gatactggct 

gggccggcca 

tcttctcttg 

gaaaatttgg 

tctagtaatt 

caccggatgt 

attagtcatt 



tcctgtggga 
gcggcccatt 
ggcttcacgg 
aatagtgtca 
agaacttcct 
gatttcctat 
ttcctattaa 
ttcttgaaga 
aaacccatac 
ctcctggaca 
aagaaggggc 
agaagaagca 
aacaagagaa 
tgcctgatga 
ccacatgctg 
ccaacatttt 
taacttcaaa 
tggaaaaaaa 
gttgggagaa 
atgattcctc 
ggaaacagac 
agcaaaaaca 
catttttaaa 
aaggcaaaga 
aaatggatag 
acaaccctat 
gtcagaagcc 
aaatacagac 
aagtcacatc 
gcacagggtg 
gccggctggc 
acgtttctct 
aattagatga 
cctcatttgt 
cttccacccc 
gtaaccgcag 



agtgaggatc 
tgtaaatgct 
agcggtgttg 
ttggactaag 
aacccagtgg 
tttggaagca 
aggcacacat 
acagaagttg 
agcctttcct 
ccaggaagaa 
ttataaagac 
ggaacaattg 
gctgctcacc 
tcagagccag 
cttcccatca 
atcccatgag 
acgtgcgtct 
taatttaaaa 
agtgacagaa 
agaagtggct 
ctttgaagat 
gctgaaggaa 
acgaggagaa 
aagtaaacta 
acagcaactc 
ccttaaaaag 
gaaaatgctg 
ggggaagaaa 
taataataaa 
gaataagaca 
tgctaagagc 
tcagaaaaag 
atttttgttt 
actgaaaatc 
tgtcaaagct 
tgaggatttg 



tcaggacggg 
gcggagattg 
gtaatcaata 
atgttcctga 
atgaccaatc 
gacaaagaga 
ttttctgata 
gagtcaaaca 
tgcattaaaa 
aacaaaaatg 
ccacttttta 
aagaggcaac 
atggtgtctg 
aagcacaggt 
tatgtctacc 
caaagcaact 
cctaatttat 
gaagaaaacc 
cagattcagg 
aatattgaag 
tacttagaag 
gcagaaggac 
ggtttagcta 
gtgactaacc 
cagcggaaaa 
gacagtaaag 
aagtgtagta 
tgtgatgggc 
gaaaatgtaa 
caaggtaaag 
cccataaggg 
ttagagactt 
ttagaacaag 
ttagaaaggg 
gtgccacaga 
gaccacactg 



ggcggggctc 
aggtgtcggt 
gctcttctag 
tgccaacctc 
cttctcgggc 
agcgagcagc 
gcttcagctt 
acccttacaa 
agggaccaca 
acttcatccc 
aaaaacttga 
agttggagca 
ggcagtgcac 
ctccaggaaa 
cggacccaac 
tctgtagaac 
tttctgaggc 
gtaaccatcc 
aagcaaatga 
aaaggcccat 
aacaaattca 
cattgccaat 
gatttactaa 
agagcacttc 
ccgctcttaa 
ctagaaccaa 
acaggaaaag 
agtttagaga 
ctgagtgtcc 
acagacttcc 
agaccatgaa 
gggaacgaga 
ctgctgatga 
atcaacagat 
agacaaatcc 
cacgtgagaa 



cgacagaggc 
tcgtgctgct 
cctttgcatt 
ttcagagtta 
tggggtcata 
tgtggacatt 
tataaatgaa 
accacagtca 
ggtagcggca 
agatcgtgcg 
acagctgaaa 
actacagaga 
acttccaggt 
taccaccact 
ccaggaagaa 
tgctcatgga 
acagtatcaa 
tacaggagaa 
taagaactta 
taaagctgct 
gttggaagag 
caaagcaaaa 
tgccaaatct 
cgaggaccag 
aaataaagag 
gagtggttct 
tctttctccg 
ccagatcaaa 
aaaaccttgc 
tctttcaaca 
agagtctgaa 
aaaggaaaag 
aatatcattt 
ctgcaaaggt 
ggcagatccc 
ggagagtgag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 
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tgtgaagtcg 
ccttgtaaaa 
gcacgtgacg 
gatgttacca 
agcccacaag 
aggagagatg 
gaaagcataa 
atggactttg 
gttgttcttg 
ataggtatcc 
ttgagcaagt 
ccttctttga 
ataagtcaag 
attgaattgg 
cgcattgaac 
cagaaagcaa 
caaaaggaac 
aaggaacgtg 
aaaagaaagg 
ttagtcagag 
gatgcctgga 
cttgcgaaca 
aaatacaaga 
cctcctcgtg 
gaaccactga 
ggagaaatca 
atactgtttc 
actttcttta 
gcagctgccc 
agtggacaaa 
actgttaaaa 
gtcagagtac 
catactgccc 
aacggtcatc 
aatgtgtcaa 
gactttttat 
gtggggaaaa 
aaaaaaa 



cacccaaaca 
tcaggaaagc 
atgaaggtgt 
taaaaccatc 
tctgtgatga 
ttgatctgga 
aacataaagt 
atgatgaaag 
ggaatgaatc 
tggacaaaac 
ccaggaggag 
aaccaaaacc 
accaaccacc 
aaacagaaat 
gagaaagtgc 
aagaattagc 
gtaaagtttt 
aagaaataca 
agaccaaatg 
agaacacaga 
agagagcaga 
catctgttcg 
aaaattatct 
atttaggcaa 
acttcccaga 
gtcatcctga 
ccaatggaac 
atggtgacgt 
agaccactca 
tagaaaaaca 
acttatttcc 
aacgtgatgg 
agttcaagag 
aagaaacgaa 
tggacacgga 
gttaaaaaat 
gattggattt 



acttcattca 
cgtccaaaag 
tccaaatagt 
gactgaggat 
taaggggcct 
tttgtctgat 
gtctgagccc 
aacttggact 
cacttatggg 
aataaaaagg 
cagaagtcct 
aaagtcagat 
tggtgacaat 
agaaaagttt 
cttggaaaaa 
tcgaatagaa 
tgaaaagtat 
gactttaaaa 
gtcaagtaca 
cctccgggaa 
agccatagag 
atttcaaaac 
tccaatgcaa 
tttggataag 
tcctgaatat 
tggaaaggtg 
tcgaaaggaa 
gaagcaggtc 
cacgacatac 
ttacccagat 
tgatggacaa 
caacaaactc 
acgggaatac 
gtacagatcc 
gctgtgacga 
gtacatttac 
taaaataaaa 



ttgtcctcag 
agcacttctg 
gacagtagca 
agagagaggg 
tttaaggaca 
aaagattaca 
tcgagatcct 
gaccttgaag 
acgccgcaga 
aagattgcac 
cctacatcgg 
tcacacttgg 
gctcgatccc 
aaagctgaga 
ctcaggaaag 
gagtttaaaa 
actacagctg 
cagcaaatag 
cacagccgtc 
gaaataaaag 
agcagcctcg 
agtcagattt 
ggcaatccac 
ggacaagctg 
aaagaggagg 
gaaaaggttt 
gtgagtgcag 
atgccagacc 
ccggagggac 
ggaaggaaag 
gaagaaagca 
atagagttta 
ccagatggca 
ggtcggataa 
tcctcatgtg 
tgtggattct 
gtttaccctg 



ctgatgaatt 
aaaatcagac 
ctgactctga 
gcatcagcag 
ccaggaccca 
gtagcgatga 
catccctaag 
agaatttgtg 
catgctaccc 
cagtcaagag 
agctgatgat 
gaaatgaact 
aggttttgag 
acgcatcttt 
aaattgcaga 
aggaggagat 
caagaacttt 
cagatttacg 
tcagaagcca 
tgatggaaag 
aggtggagaa 
cttcaggaac 
ctcgaagatc 
cctctcccag 
aggaagacca 
ataagaatgg 
atgggaagac 
aaagagtgat 
tggaagtttt 
aaatcacgtt 
ttttcccaga 
ataatggcca 
ctgttaaaac 
gagttaagga 
atcatgaagt 
gtttaattta 
tggcattttc 



gagggaacag 
tgaatggaat 
ggaacagctt 
cagagaggat 
agaagataaa 
gtctatcatg 
tctgagtaaa 
taaccatgat 
taataatgaa 
gggagaagac 
gaaattcttt 
caagttaaac 
agagaaaatt 
agctaaactt 
cttcgaacaa 
gaggaagcta 
tccagataaa 
ggaagatttg 
gatacaaatg 
attccgactg 
gaaggacaag 
ccaggtagaa 
ca.agtctgca 
ggagccactt 
agacatacag 
gtgccgtgtt 
catcactgtc 
ttactactat 
acatttttca 
tcctgaccag 
tggtacaatt 
aagagaacta 
cgtatatgca 
caaggagggt 
aacagtaact 
ttgtgtatgt 
aaaaaaaaaa 



2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4387 



<210> 3 
<211> 36 
<212> PRT 

<213> Homo sapiens 



<400> 3 

lie Lys Ala Ala lie Gly Glu Arg 

1 5 
Glu Glu Gin He Gin Leu Glu Glu 
20 

Lys Glu Ala Glu 
35 



Lys Gin Thr Phe Glu Asp Tyr Leu 

10 15 
Gin Glu Leu Lys Gin Lys Gin Leu 
25 30 



Page 5 



